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Ill 728838 

ACCACAGGAG AATGAAAAGA ACCCGGGACT CCCAAAGACG CTAGATGTGT GAAGATCCTG ATCACTCATT ~120 

GGGTGTCTGA GTTCTGCGAT ATTCATCCCT CAGCCAATGA GCTTACTGTT CTCGTGGGGG GTTTGTGAGC -50 
CTTGGGTAGG AAGTTTTGCA AGTTCCGCCT ACAGCTCTAG CTTGTGAATT TGTACCCTTT CACGTAAAAA 

AGTAGTCCAG AGTTTACTAC ACCCTCCCTC CCCCCTCCCA CCTCGTGCTG TGCTGAGTTT AGAAGTCTTC 89 ■ 

CTTATAGAAG TCTTCCGTAT AGAAGTCTTC CGGAGGAAGG AGGGAGGACC CCCCCCCTTT GCTCTCCCAG 159 

CATGCATTGT GTCAACGCCA TTGCACTGAG CTGGTCGAAG AAGTAAGCCG CTAGCTTGCG ACTCTACTCT 229 
TATCTTAACT TAGCTCGGCT TCCTGCTGGT ACCCTTTGTG CC 2 71 
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GCATGCAGTT GCAAAGCCCA GAAGAAAGAA ATGGACAGCG GAAGAAGTGG TTGTTTTTTT ; 60 . - 



TTCCCCTTCA TTAATTTTCT AGTTTTTAGT AATCCAGAAA ATTTGATTTT GTTCTAAAGT 120 



TCATTATGCA AAGATGTCAC CAACAGACTT CTGACTGCAT GGTGAACTTT CATATGATAC 180 



ATAGGATTAC ACTTGTACCT GTTAAAAATA AAAGTTTGAC TTGCATAC 228 
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cDNA Se^iuence of gene PlX 

Conf.ant of ASCII «ile i CDKA ( cfr Figure 6, parte a,fc.4 c 



XCCACAOGAG AATGAAAA3A ACCCGGGACT CCCAAAKAC/; CTAGXTCTCT 

GAAGXTCCTG JkTCACTCXTT CGGTGTCTCA GTTCTOCGAT ATTCATCCCX 

CAGCCAATGA GCTTACTGTT ClCCiTGGGGG GTTTGTGAGC CTTGGGTXGG 

AAGTTTTOCA AGTTCCGCCT ACAGCTCTAG CTTGTGAATT TGXACCCTXT 

CACGTAAAAA AQTAQTCCAG AGTTTACTAC ACCCTCCCTC CCCCCTCCCA 

CCTCGTGCTG TGCTftAGTTT AGAACTCTTC CTTATAGAAO TCTTCCGTAT 

ACAACTCTTC CGGAGGAAGG AGGGAGGACC CCCCCCCTTT GCTCTCCCAG 

CATGCATTQT GTCAXflGCCA TTGCACTGAG CTGCTCGAAG AAOXAAGCCG 

CXACCTTGCO ACTCXACTCT TATCTXAACT TAGCTCGGCX TCCTOCTGGT 
ACCCXTTGTG CC 
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CTGACTGCAT GGTCyLACTTT CATATGATAC ATACCATTAC ACTTGIACCT 

GTTAAAAATA AAAGTTTGAC TTGCAXAC 
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Oenomio Sequence of ^ene 
Content or ASCII flio : genokic 



ACCACAGCAC AATG^^AAGA ACCCGG<5ACT CCCAAA5ACG CTAGATfJTGT 
GAAGATCCTG ATCACTCATT GGGTOTCTCA GTTCTGCGAT ATTCATCCCT 
CAGCCAATCA GCTTACTCTT CTC0TG(5GG0 GTlTbTGAGC CTTGGGTAGG 
AAGTTTTGCA AQTTCCGCCT ACAGCTCTXG CTTCTGAATT TGTACCCtTT 
CACGTAAAAA ACTAGTCCAG AQTTTACTAC ACCCTCCCTC CCCCCTCCCA 
CCTCGTQCTG TGCTGAGTTT AGAAGTCTTC CTTATAGAAC TCTTCCOTAT 
Af^AACTCTTC CGGAGGAAGG AGG3AGGACC CCCCCCCTTT GCTCTCCr.AG 
CATGCATTGT GXCAACQCCA XTGCACTGXO CTGGTCGAAC AAGTAAOCCG 
CTAGCTTOCG ACTCTACTCT TATCTIAACT TAGCl'CGGCT TCCTGCTGfiT 
ACCCXTTGTG CC 

ATG TCT GAT AAC AAG AAA CCA GAC AAA GCC CAC AGT GGC TCA 
CGT GOT GAC GSI GAT GGG AAT AGG TGC AAT TTA TTG CAC CGG 
TAG TCC CTG P;aA GAA ATX CTG CCT TAT CTA GGG TGG CTG GTC 
TTC GCT GTT OTC ACA ACA AGT TTT CTG OCG CTC CAG ATG TTC 
ATA GAC GCC TTT TAT CAC GAG CAG TAT GAA AGG GAT GTG GCC 
TGG ATA GCC AGG CAA AGC AAG CGC ATG TCC TCT GTC CAT GAC 
CaAT GAA GAC GAT GAG GAT GAT GAG GAT GAC TAC TAC GAC C5AC 
GAG CAC GAC OAC GAC GAT GCC TTC TAT GAT GAT GAG GAT GAT 
GAG GAA GAA GAA TTG GAC AAC CTC ATG GAT GAT GAA TCA GAA 
GAT GAG GCC GAA GAA GAG ATG AGC GTG GAA ATG GCT GCC CCA 
GCT GAG GAA ATR RGT GCT CGC GCT AAC TOT GCC X 
GTGAGTAACC CGTGGTCTTT ACTClAGATT CAGGTGGGGT GCATTCTTTA 
.CTCTTGCCCA CATCTGTAGT AAAGACCACX TTTTGGTTGO GGGTCATTGC 
TGGAGCCATT CCTGOCTCXC CTGTCCACGC CTATCCCCGC TCCTCCCATC 
CCCCACTCCT TGCTCCGCTr TCTTTCCTXT TCCCACCTTG CCTCTGGAGC 
TTCACTCCAT CCTGCXCTGC XCCCTXTCCC CTTTGCTCTC CTTGCTCCCC 
TCCCCCTCGG CTCAACTTTT COTGCCTTCT GCTCTCTGAT CCCCACCCXC 
TTCAGGCTTC CCCATTTGCT CCTCTCCCGA AACCCTCCCC TTCCTGTTCC 
CCTXTTCGCQ CCTTTTCTTT CCTGCTCCCC TCCCCCTCCC TATTTACCTX 
TCACCAGCTT TGCTCTCCCT GCTCCCCTCC CCCTTTTGCA CCTTTTCTTT 
TCCTGCTCCC CTt;CCCCTCC CCTCCrTGTT TACCCTTCAC CGCTTXTCCT 
CTACCTGCTT CCCTCCCCCX TGCTGCTCCC TCCCTATXTG CATTTTCGGG 
TQCTCCXCCC TCCCCCTCCC CCTCCCTCCC TATTTCCATX TTCGGGTOCT 
CCTCCCTCCC CCTCCCCAGG CCTTTTTTXT TIXTTTTTTT TTTTTTTTTT 
TTGGXXXTTC QAGACAGGCiT TTCTCTTTGT ATCCCTGGCT GTCCTCGCAC 
TCACTCTGTA GACCACGCTG GCCTCAAACT CAGAAATCTG CCTGCCTCTG 
CCTCCCAAAT GCTGGGATTA AACGCTTGCA CCAGQACTGC CCCACTGCAG 
QCCTTTCTTT TTTCTCCTCT CTGGTCTCCC XAATCCCTTT TCTGCATGTT 
AACTCCCCTT TTGGCaCCTT TCCTTTACAG GACCCCCTCC CCCTCCCTGT 
TTCCCTTCCG SCACCCTTCC TAGCCCTGCT CTGTTCCCTC TCCCTGCTCC 

cctcccccxc xttgctcgac ttttagcagc cttacctctc cctccttxct 
gccccgttcc ccttttttgt gcctttcctc ctggctcccc tccaccttcc 
AGCTCACCXX xixgtttgtt tggttgtttg gttgtttggt ttgcxttttt 
tttttttttt f^caccttctt ttccaagatc cccctccccc tccggcttcc 
cctctqtgto cctxxcctgt tccctccccc tcoctggctc cccctccctt 
tctgcctttc ct^itccctgc tcccttctct gctaacctxx taatciccttt 

CTTTTCTAGA CTCCCCCCTC CAGOCTTGCT GTTTGCTTrr GTCCACTTTT 
CCTGACCCTG CTCCCCTTCC CCTCCCAGCT CCCCCCTCXT TXCCCACCTC 
CCTTTCXCCA GCCTGTCACC CCTCCTXCTC TCCTCTCTGT TTCTCCCACT 
TCCTGCTTCC TTTACCCCTT CCCTCTCCCT ACTCTCCTCC CXGCCTGCTU 
OACTTCCTCT CCAGCCGCCC AGTTCCCTGC AGTCCTGGAG TCTTTCCTGC 
CTCTCTGTCC ATCACTTCCC CCTAGTTTCA CTTCCCTTTC ACTCXCCCCT 
ATGTGTCTCT CTTCCXATCT ATCCCTTCCT TTCTGTCCCC TCTCCTCTGT 
CCATCACCTC TCTCCTCCCT TCCCTTTCCT CTCTCTTCCA TXXXCTTCCA 
CCTGCTTCTT TACCCTGCCT CTCCCATTGC CCTCTTACCT TTATGCCCAT 
XCCATGTCCC CTCTCAATTC CCTGTCCCAT TCTCCTCCCT CACAXCTTCC 



Figure 9 



ATTTCCCTCT TTCTCCCTTA GCCTCTTCTT CCTCTTCTCT TGTATCTCCC 
TTCCCTTTGC TTCTCCCTCC TCCTTTCCCC TTCCCCTATG CCCTCTACTC 
TACTTGAXCT TCTCTCCTCT CCACXTACCC TTTTTCCTTT CCACCCTCCC 
CTTTOTCCCC ACACCCTACA CTATCCTOTO CACAGGAAGT GGGaCWTGCC 
ATCAACAACA AGGAWKAAG AJACAGAGCA AAATCCCAtA ATCAGCAGGA 
XXG(5CT0GAT CAAAATAAGG CCAGGTTCTG AOfiACAGCTC GAATCTACjCC 
AAGTGGCTCC TATAACCCTA ACTACCAAGG GAGAAAGTGA TGCTGAAGTT 
r.TTGATCCTT GCTCCTTCTT TTACATATGT TGGCACATCT TTCTCAAAXU 
CAGGCCATGC TCCATGCTTG 5CGCTTGCTC AGCGTfiPTTTA AGTAATGGCA 
GAATCTGAAA ACTAGGGGCC AGTGGTTTGT TTT0GG3ACA AATIAGCACG 
TAQTGATATT TCCCCCTAAA AATTATAACA AACAGATTCA TGATTTGAGA 
TCCTtCTACA GGTGAGAACT GGAAAAATTG TCACTATOAA GTTCXTTTTA 

o<k:xaaaga7 acttggaacc ATAGAAGCGT tgttaaaata ctgctttctt 

TTGCTAAAAT ATTCTTTCTC ACATATTCAT ATTCTCCAO 

OX OXT CCX GGC CAT CAT TTA AGO AAG AAT GAA GTG AAG TGT 
AGG ATG ATT TAT TTC TTC CAC GAC CCT AAT TTC CXO GTG TCT 
ATA CCA 0X0 AAC CCX AAG GAA CAA ATG GAG TGT AGG TGT GAA 
AAT OCT GAT GAA GAG GTT CCA ATG GAA CAG GAA GAA OAA GAA 
GAG GAG OAG GAG GAG GAA GAG GAA ATG OGA AAC CCG GAT GGC 
TTC TCA CCT TAG 

GCATGCAGGT ACTOOCXTCA CXAACCAACC ATTCCTAACA TATGCCTGTA 
CiCTAAGAGCA TCTXTTTAAA AAATATTATT GGTAAACTAA ACAATTGTXA 
TCTTTTTACA TTAATAAQXA TTAAATTAAT CCAGTATACA GTTTTAAGAA 
CCCTAAGTTA AACAGAAGTC AATGATGTCT AGATGCCTGT TCTTXAQAXX 
GTAGTGACAC TACTTACTAC AGATGAGAAG TTGXTAGACT CGGGAGTAGA 
GACCAGTAAA AGATCATGCA GTrtAAATGTG GCCATGGAAA TCCCATATTQ 
TTCTTATAGT ACCTTTQAOA CAGCTGAXAA CAGCTGACAA AAATAAGTGT 
TTCAAGAAAG ATCACACGCC ATCWTTCACA TGCAAATTAT TATTTTCTCG 
TTCTGATTTX TTTCATTTCT AQACCXGTGG XTTTAAAGAG ATGAAAATCT 
CTTAAAATTT CCTTCATCTT TAATTTTCCT TAACTTTACT TTTTTTCACT 
TAGAATTCAA TTCAAATTCT TAATTCAAXC TTAATXXTTA GATTTCTTAA 
AA7GTTTTTT AAAAAAAATG CAAATCTCAT TTTTAAGAGA TCAAAGCAGA 
GTAACTGGCC GGCTTAGGCA ATCTGTAGGG TT.GCGGXATA GCAA'IAUGGA 
GXXCXGGTCT CTQAGAAGCA GTCAGAGAGA ATGGAAAACC AGGCCCTTGC 
CAGTAGCTTA OTGAGGTTGA TATGATCAQA TTATGGACAC TCTCCAAATC 
AXAAATACTC TAACAGCTAA GGATCTCTGA GW^XAACACA ACAGGGAAAT 
ATTTTACTTT CTCCTTGACA AACAATGACA AGACAXAAAA TTGGCAAGAA 
AGXCAGGAGT G'IATTCTAAT AAGTGTTGCT TATCTCTTAT TTTCTTCTAC 
AGTTGCAAAG CCCAGAAG?wA AGAAATGQAC AGCGGAAGAA GTGGTTGXTT 
TTTXXXCCCC TTCATTAATT TTCTAGTTTT tagtaatcca gaaaatttca 
ttttgttcta aacttcatta t0caaa6atg tcaccaacag acxtctgact 
ck:atggxgaa ctttcatatg atacatagga ttacacttgt acctgttaaa 
aataaaagtt tgacttgcax ac 



Figure 9 (ctd) 
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Leu-Leu-His-Arg-Tyr-Ser-Leu-Glu-GIu-Ile-Leu-Pro-Tyr-Leu-Gly-Trp- 
Val-Phe-Ala-Val-Va]-Thr-Thr-Ser-Phe 
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